IGEM HokkaldoU Japan






Abstract




Question
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What promoter and RBS do you usually use?
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Always same!!!! ﬂ



Suggestion

Let 6s choose promoters a B

RBS

plet 50034

You will be able to do more multiple experiments
and could gain various results.
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Question
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Have you ever troubled In
selecting promoter and RBS?

It Is hard to predict
the best combination of promoter and
RBS to produce desired yield.
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New standard!

"No more prediction, Abstract

|l et 6s try all W

20] ¢

Bacteria know the
best combination!




Question
Do you really try every patterns? =
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It costs a lot of time and labor!! =



We made the Optimization Kits!

New standard!!

Promoter RBS
Optimization Optimization
Kit Kit

All you have to do is
to select the best one!
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We made promoter and RBS library!

Abstract

We need a wide selection
of promoter and RBS.

Constructed New Promoter library

Constructed New RBS library




Revolutionary Kits

POK

Promoter
Optimization
Kit
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FBS

Optimization
Kit




Optimize using GGA

P O Abstract
I \/Promoter OptimizationKit
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Optimize using GGA
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Optimize using GGA

Selectrequired construct from all combinations!
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Optimize using GGA

DNA Restriction enzyme Ligase Abstract

All in one

reaction
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Transformation

l
Spread =




Key restriction enzyme
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A Recognize
GGTCTC

| POK |
B S a I sequence .
 Promoter]
| RBS |

A Recognition site is
different from cutting site
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Abstract

4 base overhang structure!
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Optimize using GGA




How to use

Abstract

Bl .

e —
~_PCR

PCR by primers that haBsalrecognition site
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How to use

Abstract

~PCR_

PCR by primers that haBsalrecognition site

Our program Wt NA YSNJ 5SaA 3y=




Primer Design

3

Human Practice About Us
‘OVERVIEW OPTIMIZATION KIT PROMOTER RBS
Background How To Use Methods Methods
Achievements Primer Designer Results Results
Examples Conclusion Conclusion
Future Work

Click! -

SNy o
b

Make the best harmony

This is a revolution in IGEM and to whole world.
He harmonizes all metabolisms by random recombination.

er

EXTRA MATERIALS
Parts

Notebook

Safety
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Primer Designer

Abstract

POK-ROK Primer Designer

1. First, you have to decide whether or not you conform to our default overhang set.

© Yes, | conform to the default.
© No, | design original overhangs.

2. Secondly, you hove to determine how many CDS are included in your target plasmid.

| have ‘ 3 —7} CDS(s) included.

3. Then, please select the region to where your fragment correspond in target plasmid.

Beginning of the fragment: \ 1: CGTC%’

End of the fragment: | 1: c6TC[e] |




Primer Designer

Abstract

POK-ROK Primer Designer

1. First, you have to decide whether or not you conform to our default overhang set.

® ves, | conform to the default.
O No, | design original overhangs.

2. Secondly, you hove to determine how many CDS are included in your target plasmid.

| have ‘ 3[v| :‘CDS{S] included.

3. Then, please select the region to where your fragment correspond in target plasmid.

1ﬁ2 3 4 5 6 7 8 9

Beginning of the fragment: ‘ 5: TTCG|v| ‘

End of the fragment: ‘ 6: TAGA[v ‘
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