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Ligated sequences

REV81-TipFl.rev_All_095.abl

REVB87-TipF10.rev_G11_083.abl

REV85-TipF9.rev_E11_087.abl

REVE83~TipF4.rev_Cl11 _091.abl

Fuo 80-TipFl.for_H10_066.ab1l

Fuo 86-TipF10.for_F11_085.abl

Fu0 84-TipF9.for_D11_089.ab1

Fuo 82-TipF4.for_B11_093.abl
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